Application No. 09/214,723 

equivalent! o^Che percentage of target DNA content in the sample 
DNA. 



l to clairrfe 



(Twice Amended) A nucleic acid assay process according 



wherein the target DNA which is the same as said 
labeled standard DNA and which is present in said sample DNA is 
quantitated bV [utilizing theoretical values of] evaluating the 
degree of exchange of the complementary strands between said 
sample DNA and sai\ labeled standard DNA at the selected 
excessiveness of saicl\ sample DNA , wherein said exchange occurs 
at a higher frequency ^en the target DNA is the same as the 



labeled standard DNA, and ^aid label intensity is reduced. 



Please add the following new claims : 



--11. A nucleic\acid assay process comprising the steps 

of: 

amplifying a particular region of an analyte nucleic acid 
in a specimen to prepare a double stranded sample DNA; 





adding an excessive amo^rkt of said sample DNA to a labeled 
standard DNA comprising a double stranded nucleic acid having a 



site capable of binding to a solid support on one strand and a 

\ 

detectable label on the other strand t£> allow competitive 



hydrization to take place; and 
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detecMng the rehybridized labeled standard DNA by 

utilizing said\ detectable label and said site capable of binding 

to a solid suppo\t to thereby evaluate the degree of exchange of 

the complementary ktrands between said sample DNA and said 

\ 

labeled standard DNA\f or detecting the target DNA which is the 
same as said labeled standard DNA and which is present in said 
sample DNA; 

wherein a detection \imit for the target DNA which is the 
same as said labeled standardVCKfA and which is present in said 
sample DNA is preliminary sel^^^d f/ ^ nd excessiveness of said 
sample DNA added to said labeled ^standard DNA in the competitive 
hybridization is selected in accordance with the thus selected 
detection limit f and 

wherein when the detection limits, for the target DNA which 
is the same as said labeled standard DNANand which is present in 
said sample DNA is A/B, the excessiveness said sample DNA is 
at least B/A, and wherein A/B is the fractional equivalent of 
the percentage of target DNA content in the sample DNA.-- 



■12 AA nucleic .acid assay process according to claim ir3r> 

\ / / 



wherein the targ\t DNA which is the same as said labeled 
standard DNA and whi^hl--is S present in said sample DNA is 



cruantitated by evaluating ithe degree of exchange of the 

\ \\ 

complementary strands i>etw4en said sample DNA and said labeled 



\ 



